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ABSTRACT 

In late December 2019, a bunch of unexplained pneumonia cases has been accounted for in Wuhan, China. A 

couple of days after the fact, the causative specialist of this baffling pneumonia was distinguished as a 

novel COVID-19. This causative infection has been briefly named as serious intense respiratory disorder 

COVID-19 2 and the important contaminated illness has been named as COVID- 19 sickness 2019 (Corona 

virus) by the World Wellbeing Association, separately. The Corona virus pandemic is spreading in China 

and everywhere on the world at this point. The reason for this survey is fundamentally to audit the microbe, 

clinical highlights, finding, and treatment of Corona virus, yet additionally to remark quickly on the study of 

disease transmission and pathology dependent on the flow proof. At first saw in the Wuhan territory of China, 

presently fast spreading the world over. As this pandemic is extremely new and less logical material is 

accessible on the subject, different paid diaries and organizations are sans offering materials distributed 

about the COVID-19. Here in this short audit, we will examine the articles about COVID- 

19 that are unreservedly given by different diaries and organizations around the globe. People with Hereditary 

diseases are likely to be the most affected by this virus. In this study we are going to analyze in how many days a 

patient will take to recover from virus. Using Deep Learning methods we are going to analyze in how many days 

a patient will take to recover from virus. K- Means and the SIR Model are the two we are implementing to 

analyze the in how many days a patient will take to recover from virus. 
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I. INTRODUCTION 

The Corona virus (SARS-CoV-2 infection) has caused impeding impacts since its initiation in late 2019. In the 

months since, the infection has advanced to turn into a far and wide worldwide pandemic. More than 200 nations 

have been tormented by the infection, prompting right around a sum of 530,000 passing’s around the world, as of 

July fifth, 2020. Not just has this infection seriously influenced people who have gotten the disease. Because of 

the seriousness that some COVID-19 cases progress to, hospitalization is required, and these cases may 

advance to ICU affirmation. This causes tremendous weight on medical care laborers as emergency clinics are 

working at full limit and on occasion absence of adequate gear. The event of medical clinics regularly arriving 

at high or full limit is turning into a staggering and disturbing issue, as indicated by the CDC's COVID-19 

Module Data Dashboard. In any case, it is hard to foresee the high casualty danger of a patient who ought to be 

conceded to a clinic with high eed since there are a bunch of various components that add to a person's 

contamination movement once they test positive for Coronavirus.With an expanded number of COVID-19 

patients conceded to a clinic, there is a higher likelihood of COVID-19 turning into a nosocomial illness. Also, 

patients with ongoing or intense diseases may have needed to postpone or drop their clinic therapy arrangements, 
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because of emergency clinics arriving at their ability. Using Machine Learning methods, we are going to predict 

fatality rate of an individual affected with covid-19. 

 

II. LITERATURE SURVEY 

The project Prediction of Epidemic Outbreak using Deep Learning Methods originally having the one 

existing model. The existing model doesn't produce the desired and clear interpreted output, what we 

require.The existing system actually uses only one technique that is SIR model (suspected, Infectious, 

Recovered).This model produces the output butit was not that much accurate.This takes input as whole population 

and calculates on that population, which does not produce the desired output. It produces the output in such 

a way that there is no clear indication about the clusters.  

 

III. PROPOSED SYSTEM 

 

 

Our model predicts the fatality of a given patient whether he survives or expires from covid. Based on the health 

factors and age of a person we are building a model. Health factors effect more on the person recovery from the 

virus. The training and testing for the dataset are done and then we are building a model for classification of new 

person. We are using decision tree and naive Bayes models for this. Using Machine Learning methods, we are 

going to predict fatality rate of an individual affected with covid-19 [7]. Decision tree classifier is used to 

construct a tree that gives the outcome result based on the leaf node acceptance. Naive Bayes classifier is used to 

train and test the given dataset. Confusion Matrix is a table that is regularly used to portray the exhibition of an 

order model on a bunch of test information for which the genuine qualities are known. 

 

IV. DESIGN ALGORITHMS 

Decision Tree Classifier 

Decision Tree is a Supervised learning procedure that can be utilized for both grouping and Regression issues, 
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yet generally it is liked for taking care of Classification issues. It is a tree- organized classifier, where interior 

hubs address the highlights of a dataset, branches address the choice principles and each leaf hub addresses the 

result. 

Steps involved: 

1. Start the tree with the root hub, says S, which contains the total dataset. 

2. Track down the best quality in the dataset utilizing Attribute Selection Measure (ASM). 

3. Gap the S into subsets that contains potential qualities for the best credits. 

4. Produce the choice tree hub, which contains the best characteristic. 

5. Recursively settle on new choice trees utilizing the subsets of the dataset made in 3. 

Proceed with this interaction until a phase is arrived at where you can't further order the hubs and called the last 

hub as a leaf hub.Naïve Bayes Classifier Naïve Bayes classifier is a managed learning calculation, which depends 

on Bayes hypothesis and utilized for tackling order issues. It is basically utilized in text arrangement that 

incorporates a high-dimensional preparing dataset. It is called Naïve in light of the fact that it accepts that the 

event of a specific element is free of the event of different highlights. So, to take care of this issue, we need to 

follow the underneath steps: 

1. Convert the given dataset into recurrence tables. 

2. Produce Likelihood table by finding the probabilities of given highlights. 

Bayes Formulae 

Bayes theorem is one of the most popular machine learning concepts that helps to calculate the probability of 

occurring one event with uncertain knowledge while other one has already occurred. It is a best method to relate 

the condition probability and marginal probability. In simple words, we can say that Bayes theorem helps to 

contribute more accurate results. Bayes Theorem is used to estimate the precision of values and provides a 

method for calculating the conditional probability. 

Confusion Matrix 

A confusion matrix is a performance estimation strategy for Machine learning classification. It is a sort of table 

which causes you to know the presentation of the arrangement model on a bunch of test information for that the 

genuine qualities are known. The confusion matrix is a matrix used to determine the performance of the 5 

classification models for a given set of test data. It can only be determined if the true values for test data are 

known. The matrix itself can be easily understood, but the related terminologies may be confusing. Since it 

shows the errors in the model performance in the form of a matrix, it is also known as an error matrix. 

KNN algorithm 

K-NN algorithm assumes the similarity between the new case/data and available cases and put the new case into 

the category that is most similar to the available categories. The following are the steps involved: 

1. Select the number K of the neighbours. 

2. Calculate the Euclidean distance of K number of neighbors. 

3. Take the K nearest neighbours as per the calculated Euclidean distance. 

4. Among these K neighbours, count the number of data points in each category. 

5. Assign the new data points to the category for which the number of neighbours is maximum. 

6. Our model is ready. 
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V. RESULTS 

 

 

 

VI. CONCLUSION AND FUTURE SCOPE 

Here we have applied sir model on the grouped information independently and determined all necessary 

elements for sir model, for example, recuperation rate and tainted rate independently. From these we can 

recognize which set of individuals are tainted more through sickness and how the pace of recuperation differs. 

Because of lockdown and isolate and it is affected through contact so every speculated who reached with tainted 

can be affected so pace of contamination on the grouped information is taken same. From results we can presume 

that individuals with more obstruction that is individuals who are having fewer medical conditions are less 

tainted from Corona virus and they are likewise the individuals who recuperated rapidly from this. In this paper, 

we predicted the COVID-19 cases by taking the data records of 3617 and by using the Decision Tree, SVM, 

Naïve Bayes, Random Forest, and KNN algorithms out of all the algorithms Decision Tree algorithm got the 

highest accuracy rate when compared with other algorithms. 

 

We are trying to trace out more health problems that lead an individual to greater risk of death. Developing an 

user interface to facilitate health care centers and to maintain data on deaths due to covid-19. Currently, we 

predicted whether the person is cured or not cured due to COVID in future we can create models in such a way to 

predict the possible affected regions. Based on the speed of increase of cases and the places that the affected 

people have visited and their geo-location we can be able to track what may be the affected areas in the 

future. And we can also use Hadoop and the concept of HDFS in such a way that we can be able to process huge 

datasets. 
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